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Figure 1A 

1 CACCAGCAGTAGTAGCAGAAGCGAAGAGCGCAAACGCAACCGCTCTCCCCGCGCGTTGGC 6 0 

6 1 CGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCA 12 0 

121 ACGCAATTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTC 180 

181 CGGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCTATG 240 

2 41 ACCATGATTACGCCAAGCTCGAAATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCC 3 00 

3 01 AC C GCGGTGGCGGC C GC TC T AG AAC T AGTGG AT CC C C C GGGC TGC AGG AAT TC GGC ACGA 3 60 

3 61 GAGGCAGCGGCAGCTCCACTCAGCCAGTACCCAGATACGCTGGGAACCTTCCCCAGCCAT 42 0 

1 Ml 



P 421 GGC TTC CC TGGGGC AGATC C TCTTCTGGAGCATAATTAGC ATC ATC ATTATTCTGGC TGG 480 

2 ASLGQILFWSIISIIIILAG 21 



}*j 481 AGCAATTGCACTCATCATTGGCTTTGGTATTTCAGGGAGACACTCCATCACAGTCACTAC 540 

IU 22 A I A L I I G F G I S G R H S I T V T T 41 



541 TGTCGCCTCAGCTGGGAACATTGGGGAGGATGGAATCCTGAGCTGCACTTTTGAACCTGA 600 
42 VASAGNIGEDGILSCTFEPD 61 



Mi 

ru ...... 

fy. 601 CATCAAACTTTCTGATATCGTGATACAATGGCTGAAGGAAGGTGTTTTAGGCTTGGTCCA 660 

f*k 62 IKLSDIVIQWLKEGVLGLVH 81 

H 661 TGAGTTCAAAGAAGGCAAAGATGAGCTGTCGGAGCAGGATGAAATGTTCAGAGGCCGGAC 72 0 

82 EFKEGKDELSEQDEMFRGRT 101 

721 AGCAGTGTTTGCTGATCAAGTGATAGTTGGCAATGCCTCTTTGCGGCTGAAAAACGTGCA 780 

102 AVFADQVIVGNASLRLKNVQ 121 

781 ACTCACAGATGCTGGCACCTACAAATGTTATATCATCACTTCTAAAGGCAAGGGGAATGC 840 

122 LTDAGTYKCYI ITSKGKGNA 141 

841 T AACC TTG AGT ATAAAAC TGGAGCC TTC AGC ATGC CGGAAGTG AATGTGG AC T AT AATGC 900 

142 NLEYKTGAF SMPEVNVDYNA 161 

901 CAGCTCAGAGACCTTGCGGTGTGAGGCTCCCCGATGGTTCCCCCAGCCCACAGTGGTCTG 960 

162 SSETLRCEAPRWFPQPTVVW 181 

961 GGCATCCCAAGTTGACCAGGGAGCCAACTTCTCGGAAGTCTCCAATACCAGCTTTGAGCT 1020 

182 ASQVDQGANFSEVSNTSFEL 201 



Figure IB 
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ru 



1021 GAACTCTGAGAATGTGACCATGAAGGTTGTGTCTGTGCTCTACAATGTTACGATCAACAA 1080 

202 NSENVTMKVVSVLYNVT INN 221 

1081 CACATACTCCTGTATGATTGAAAATGACATTGCCAAAGCAACAGGGGATATCAAAGTGAC 1140 

222 TYSCMIENDIAKATGDIKVT 241 

1141 AG AATCGG AG ATC AAAAGGCGGAGTC ACC T AC AGC TGC T AAAC TC AAAGGC TTC TC TGTG 12 00 

242 ESEIKRRSHLQLLNSKASLC 261 

1201 TGTCTCTTCTTTCTTTGCCATCAGCTGGGCACTTCTGCCTCTCAGCCCTTACCTGATGCT 1260 

262 VSSFFAISWALLPLS PYLML 281 

1261 AAAATAATGTGCCTTGGCCACAAAAAAGCATGCAAAGTCATTGTTACAACAGGGATCTAC 1320 

282 K * 283 

1321 AGAACTATTTCACCACCAGATATGACCTAGTTTTATATTTCTGGGAGGAAATGAATTCAT 13 80 



p 1 3 8 1 ATCTAGAAGTCTGGAGTGAGCAAACAAGAGCAAGAAACAAAAAGAAGCCAAAAGCAGAAG 1440 

ru 

~ 1441 GCTCCAATATGAACAAGATAAATCTATCTTCAAAGACATATTAGAAGTTGGGAAAATAAT 1500 



1501 TCATGTGAACTAGACAAGTGTGTTAAGAGTGATAAGTAAAATGCACGTGGAGACAAGTGC 156 0 

1561 ATCCCCAGATCTCAGGGACCTCCCCCTGCCTGTCACCTGGGGAGTGAGAGGACAGGATAG 1620 

1621 TGC ATGTTCTTTGTCTCTGAATTTTTAGTTATATGTGCTGTAATGTTGCTCTGAGGAAGC 1680 

1681 CCCTGGAAAGTCTATCCCAACATATCCACATCTTATATTCCACAAATTAAGCTGTAGTAT 1740 

1741 GTACCCTAAGACGCTGCTAATCGACTGCCACTTCGCAACTCAGGGGCGGCTGCATTTTAG 1800 

1801 TAATGGGTCAAATGATTCACTTTTTATGATGCTTCCAAAGGTGCCTTGGCTTCTCTTCCC 1860 

1861 AAC TG AC AAATGC C AAAG TTGAGAAAAATG ATC AT AAT T T TAGC AT AAAC AG AGC AGT CG 1920 

1921 GCGACACCGATTTTATAAATAAACTGAGCACC TTC TTTTTAAAC AAAC AAATGCGGGTTT 1980 

1981 ATTTCTCAGATGATGTTCATCCGTGAATGGTCCAGGGAAGGACCTTTCACCTTGACTATA 2040 

2 041 TGGCATTATGTCATCACAAGCTCTGAGGCTTCTCCTTTCCATCCTGCGTGGACAGCTAAG 2100 

2101 ACCTCAGTTTTCAATAGCATCTAGAGCAGTGGGACTCAGCTGGGGTGATTTCGCCCCCCA 2160 

2161 TCTCCGGGGGAATGTCTGAAGACAATTTTGGTTACCTCAATGAGGGAGTGGAGGAGGATA 2220 



Figure 1C 

2221 CAGTGCTACTACCAACTAGTGGATAAAGGCCAGGGATGCTGCTCAACCTCCTACCATGTA 22 80 

22 81 CAGGACGTCTCCCCATTACAACTACCCAATCCGAAGTGTCAACTGTGTCAGGACTAAGAA 23 40 

2341 ACCCTGGTTTTGAGTAGAAAAGGGCCTGGAAAGAGGGGAGCCAACAAATCTGTCTGCTTC 2400 

2401 CTCACATTAGTC ATTGGCAAATAAGCATTCTGTCTCTTTGGCTGCTGCCTCAGCACAGAG 2460 

2461 AGCCAGAACTCTATCGGGCACCAGGATAACATCTCTCAGTGAACAGAGTTGACAAGGCCT 2520 

2521 ATGGGAAATGCCTGATGGGATTATCTTCAGCTTGTTGAGCTTCTAAGTTTCTTTCCCTTC 2580 

2 581 ATTCTACCCTGCAAGCCAAGTTCTGTAAGAGAAATGCCTGAGTTCTAGCTCAGGTTTTCT 2640 
2641 TACTCTGAATTTAGATCTCCAGACCCTTCCTGGCCACAATTCAAATTAAGGCAACAAACA 2 700 
2701 TATACCTTCCATGAAGCACACACAGACTTTTGAAAGCAAGGACAATGACTGCTTGAATTG 27 60 
27 61 AGGC C T TG AGG AATG AAG C T T TG AAGG AAAAG AAT AC T T TG T TTC C AGC C C CC T T C C C AC 282 0 
2821 ACTCTTCATGTGTTAACCACTGCCTTCCTGGACCTTGGAGCCACGGTGACTGTATTACAT 2 880 
2881 G T TG T T AT AG AAAAC TGATTTT AGAGTTCTGATCGTTC AAGAGAATGATT AAATATAC AT 2940 
2941 T T C C T AAAAAAAAAAAAAAAAAAC TCG AGGGGGGGC C C GG T AC C C AAT TC GCC C T AT AGT 3000 

3 001 GAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGC 3060 
3061 GTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAA 312 0 
3121 GAGGCCCGCACCGATCGCCCTTCCCAACAKTTGCGCAGCCTGAATGGCGAATGGCAAATT 3180 
3181 GTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTT 3240 
3241 AAC C AAT AGGC CGAAATCGGC AAAATC C C T T ATAAATC AAAAGAAT AGAC CG AG ATAGGG 3 3 00 
3 3 01 TTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGTGTTCACCGCGGTGA 3357 



Figure 2 
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□ Hydrophobicity Plot - Hopp-Woods 
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Figure 3A 



1 C C AC GCGTCCGG AATG AAC AAC TT T TC TTC TC TTG AAT AT ATC TT AAC GC C AAAT T TTGA 6 0 

6 1 GTGCTTTTTTGTTACCCATCCTCATATGTCCCAGCTGGAAAGAATCCTGGGTTGGAGCTA 12 0 

121 CTGCATGTTGATTGTTTTGTTTTTCCTTTTGGCTGTTCATTTTGGTGGCTACTATAAGGA 180 

181 AATCTAACACAAACAGCAACTGTTTTTTGTTGTTTACTTTTGCATCTTTACTTGTGGAGC 240 

241 TGTGGCAAGTCCTCATATCAAATACAGAACATGATCTTCCTCCTGCTAATGTTGAGCCTG 3 00 
1 MIFLLLMLSL 10 

3 01 GAATTGCAGCTTCACCAGATAGC AGCTTTATTCACAGTGACAGTCCCTAAGGAACTGTAC 3 60 

11 ELQLHQ IAALFTVTVPKELY 30 

361 AT AAT AG AGC ATGGC AGC AATG TG AC C C TGG AATGC AAC TT TG AC AC TGG AAG TC ATGTG 42 0 

|::£? 31IIEHGSNVTLECNFDTGSHV 50 

n 

fy 421 AAC C TTGGAGC AAT AAC AGC C AGTT TGC AAAAGG TGG AAAATG AT AC ATC C C C AC AC C GT 480 

gf| 51 NLGAI TASLQKVENDT S PHR 70 

5 5 3 

| : y 481 GAAAGAGCCACTTTGCTGGAGGAGCAGCTGCCCCTAGGGAAGGCCTCGTTCCACATACCT 540 

:Q 71 ERATLLEEQLPLGKASFHIP 90 

f :sl! 541 CAAGTCCAAGTGAGGGACGAAGGACAGTACCAATGCATAATCATCTATGGGGTCGCCTGG 600 

f'U 91 Q V Q V R D E G Q Y Q C I I I Y G V A W 110 

fU 

J; J 601 GACTACAAGTACCTGACTCTGAAAGTCAAAGCTTCCTACAGGAAAATAAACACTCACATC 660 

y HI DYKYLTLKVKASYRKINTHI 130 

661 CTAAAGGTTCCAGAAACAGATGAGGTAGAGCTCACCTGCCAGGCTACAGGTTATCCTCTG 72 0 

131 LKVPETDEVELTCQATGYPL 150 

721 GCAGAAGTATCCTGGCCAAACGTCAGCGTTCCTGCCAACACCAGCCACTCCAGGACCCCT 7 80 

151 AEVSWPNVSVPANTSHSRTP 170 

781 GAAGGCCTCTACCAGGTCACCAGTGTTCTGCGCCTAAAGCCACCCCCTGGCAGAAACTTC 840 

171 EGLYQVTSVLRLKPPPGRNF 190 

841 AGCTGTGTGTTCTGGAATACTCACGTGAGGGAACTTACTTTGGCCAGCATTGACCTTCAA 900 

191 SCVFWNTHVRELTLAS IDLQ 210 

901 AGTC AGATGG AAC C C AGG AC C C ATC C AAC T TGGC TGC T TC AC ATT TTC ATCC C C TC C TGC 960 

211 SQMEPRTHPTWLLHI F I PSC 230 

961 ATCATTGCTTTCATTTTCATAGCCACAGTGATAGCCCTAAGAAAACAACTCTGTCAAAAG 1020 

231 IIAFIFIATVIALRKQLCQK 250 



Figure 3B 



1021 CTGTATTCTTCAAAAGACACAACAAAAAGACCTGTCACCACAACAAAGAGGGAAGTGAAC 10 80 
251 LYSSKDTTKRPVTTTKREVN 270 



1081 AGTGC TGTGAATC TGAACCTGTGGTC TTGGG AGCC AGGGTG ACC TGAT ATGAC ATC TAAA 1140 
271 SAVNLNLWSWEPG* 284 



1141 GAAGCTTCTGGACTCTGAACAAGAATTCGGTGGCCTGCAGAGCTTGCCATTTGCACTTTT 12 00 



12 01 C AAATG C C T T TGG ATGAC C C AGC AC T TT AAT C TG AAAC C TGC AAC AAG AC T AGC C AAC AC 12 60 



12 61 CTGGCCATGAAACTTGCCCCTTCACTGATCTGGACTCACCTCTGGAGCCTATGGCTTTAA 1320 



1321 G C AAGC AC T AC TGC AC TT T AC AGAAT T AC C C C AC TGG AT C C TGGACC C AC AG AATTC CT T 13 80 



13 81 CAGGATCCTTCTTGCTGCCAGACTGAAAGCAAAAGGAATTATTTCCCCTCAAGTTTTCTA 1440 

o ...... 

p 1441 AGTGATTTCC AAAAGCAGAGGTGTGTGGAAATTTCCAGTAACAGAAACAGATGGGTTGCC 1500 

ru 

*M 1501 AATAGAGTTATTTTTTATCTATAGCTTCCTCTGGGTACTAGAAGAGGCTATTGAGACTAT 1560 



h p 15 61 G AGC T C AC AGAC AGGGC T TC GC AC AAAC TC AAATC AT AAT TG AC ATG T T T T ATGG AT T AC 1620 

£ 

H 5 1621 TGGAATCTTGATAGCATAATGAAGTTGTTCTAATTAACAGAGAGCATTTAAATATACACT 1680 



ru 

fn% 1681 AAGTGCACAAATTGTGGAGTAAAGTCATCAAGCTCTGTTTTTGAGGTCTAAGTCACAAAG 1740 

f:& 1741 CATTTGTTTTAACCTGTAATGGCACCATGTTTAATGGTGGTTTTTTTTTTGAACTACATC 1800 

1801 TTTCCTTTAAAAATTATTGGTTTCTTTTTATTTGTTTTTACCTTAGAAATCAATTATATA 1860 



1861 CAGTCAAAAATATTTGATATGCTCATACGTTGTATCTGCAGCAATTTCAGATAAGTAGCT 1920 



1921 AAAATGGCCAAAGCCCCAAACTAAGCCTCCTTTTCTGGCCCTCAATATGACTTTAAATTT 1980 



1981 GAC TTTTC AGTGC C TC AGTTTGC AC ATC TGT AAT AC AGC AATGC T AAGT AGTC AAGGC C T 2040 



2041 TTG AT AAT TGGC AC TATGG AAATC C TGC AAG ATC C C AC TAC AT ATGTG TGG AGC AG AAGG 2100 



2101 GT AAC TC GGC T AC AG T AAC AGC T T AAT TT TG TT AAAT T TG TTC T TT AT AC TGGAGC C ATG 2160 



2161 AAG C T C AG AGC ATT AGC TG AC C C T TG AAC TAT TC AAATGGGC AC AT T AGC TAGT AT AAC A 2220 



2221 G AC TT AC ATAGG TGGGC C T AAAGC AAGC T CC T T AAC TG AGC AAAATTTGGGGC TT ATG AG 2280 



Figure 3C 

2281 AATGAAAGGGTGTGAfiATTGACTAACAGACAAATCATACATCTCAGTTTCTCAATTCTCA 2340 
2341 TGTAAATCAGAGAATGCCTTTAAAGAATAAAACTCAATTGTTATTCTTCAAAAAAAAAAA 2400 
2401 AAAAAA 2406 
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Figure 4 
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Figure 5A 



1 GGC AC G AGC TG TC ATG C G TT TC C ATGC C GTGAGGTCC ATTC AC AG AAC AC ATCC ATGGC T 6 0 

1 MA 2 

6 1 CTCATGCTCAGTTTGGTTCTGAGTCTCCTCAAGCTGGGATCAGGGCAGTGGCAGGTGTTT 12 0 

3LMLSLVLSLLKLGSGQWQVF 22 

121 GGGCCAGACAAGCCTGTCCAGGCCTTGGTGGGGGAGGACGCAGCATTCTCCTGTTTCCTG 180 

23 GPDKPVQALVGEDAAFSCFL 42 

181 TCTCCTAAGACCAATGC AGAGGCCATGGAAGTGCGGTTCTTCAGGGGCCAGTTCTCTAGC 240 

43 SPKTNAEAMEVRFFRGQFSS 62 

241 GTGG TCC AC C T C T AC AGGG ACGGG AAGG AC C AGC CAT T T ATGC AG ATGC C AC AG T AT C AA 3 00 

63VVHLYRDGKDQPFMQMPQYQ 82 

301 GGC AGG AC AAAAC TGG TG AAGGATT C TAT TGC GG AGGGGCGC ATC T C TC TG AGGC TGG AA 3 60 

H 1 83GRTKLVKDS IAEGRI SLRLE 102 

f y 361 AACATTACTGTGTTGGATGCTGGCCTCTATGGGTGCAGGATTAGTTCCCAGTCTTACTAC 420 

I, 103 NITVLDAGLYGCRISSQSYY 122 

W ...... 

y j 421 CAGAAGGCCATCTGGGAGCTACAGGTGTCAGC ACTGGGCTCAGTTCCTCTCATTTCCATC 480 

kPI 123 QKAIWELQVSALGSVPLISI 142 

t"* 1 4 81 GCGGGATATGTTGATAGAGACATCCAGCTACTCTGTCAGTCCTCGGGCTGGTTCCCCCGG 540 

FU 143 AGYVDRDIQLLCQSSGWFPR 162 

ass a 

FU 



C3 

I* 



541 CCCACAGCGAAGTGGAAAGGTCCACAAGGACAGGATTTGTCCACAGACTCCAGGACAAAC 600 

O 163 PTAKWKGPQGQDLSTDSRTN 182 

601 AGAGACATGCATGGCCTGTTTGATGTGGAGATCTCTCTGACCGTCCAAGAGAACGCCGGG 660 

183 RDMHGLFDVEI SLTVQENAG 202 

661 AGCATATCCTGTTCCATGCGGCATGCTCATCTGAGCCGAGAGGTGGAATCCAGGGTACAG 72 0 

203 SI SC SMRHAHLSREVESRVQ 222 

721 ATAGGAGACTGGAGAAGAAAGC AC GG AC AGGC AGG TAAAAGAAAAT AT TCC TC TTC AC AC 780 

223 IGDWRRKHGQAGKRKYSSSH 242 

781 AT T T ATG AC TC C T T TC C AAGTC TC TC GTT T ATGG AT TT T T ATATC C TG AGGC C CG TGGGT 840 

243 IYDSFPSLSFMDFYILRPVG 2 62 

841 CCCTGCAGAGCCAAGCTTGTGATGGGAACTCTGAAATTGCAGATTCTGGGGGAGGTGCAT 900 

263 PCRAKLVMGTIjKLQ ILGEVH 282 



901 TTTGTAGAGAAGCCCCATAGCCTTCTTCAGATCTCTGGAGGGTCCACAACACTCAAAAAG 960 
283 FVEKPHSLLQI SGGSTTLKK 302 



Figure 5B 

961 GGTCCCAATCCTTGGTCTTTCCCTTCTCCCTGCGCCCTGTTTCCCACGTGAGCACGGAAC 
303 GPNPWSFPSPCALFPT* 

1021 TGCC TGC TC TC TC TGC TTGC TTTC AG AAT TGAGAG AC GC C C GG AAAC AC GC AGG T ACC AA 

1081 CGCCTGAGAGGGTAACAGTGGGC ATGGAGTAGGAAGATGACCAGTGACAGATATGGAGCC 

1141 CATCCAGCTTGTAGACAGCAAATCTGTGATGCCCGAATCCACCCCAGGGTGCAGCTGCCT 

1201 C T AAAT AC AC T TC T TGGC C C AGGAC TTGG AGGG AAAAGC G T AGGG AC TGGGTC AGC T AGG 

1261 AGGGGTCACAGGCAAGACGCCAGGGAACTGAGGGCATTAGTAGCTGGCTTCTAGGGGTCT 

1321 G TGC AAAGGGGAACG AAGTG AAGT T AGC AGG AAC TGG TGGG TGG AAGG AAGC TG AATC C T 

13 81 GGAGTCACTCAAGGTCTCACAAAGTCAAATAGAGGGCTTACGTGGGAGGGCAGTGGTAGG 

1441 GCTGGGTGAACATCTCATGGTTGAGCATCTCC AAGC ATCAGTGAGGCACGGGGGC TGC CC 

1501 TGGAGAAGGTACATGGCTGGTGGGATAGTGGGACTGGCCGGATCCTACCCGGAGCCAGTC 

1561 TGCAGTGGGAGGGTCGACCTCTTGCTCCAGCCCAGATTTCGTCTTCAGTAACTCATGCTT 

1621 CCTCTCTCCCCCACCGCACCCCAGTGGAGGTGACTCTGGATCCAGAGACGGCTCACCCGA 

1681 AGCTCTGCGTTTCTGATCTGAAAACTGTAACCCATAGAAAAGCTCCTCAGGAGGTGCCTC 

1741 ACTCTGAGAAGAGATTTACAAGGAAGAGTGTGGTGGCTTCTCAGGGTTTCCAAGCAGGGA 

1801 AAC ATTACTGGGAGGTGGACGTGGGACAAAATGTAGGGTGGTATGTGGGAGTGTGTCGGG 

1861 ATG AC GTAG AC AGGGGG AAG AAC AATGTG AC T TTGTC TC C C AAC AATGGG T AT TGGGTC C 

1921 TCAGACTGACAACAGAACATTTGTATTTCACATTCAATCCCCATTTTATCAGCCTCCCCC 

1981 CCAGCACCCCTCCTACACGAGTAGGGGTCTTCCTGGACTATGAGGGTGGGACCATCTCCT 

2 041 TC T TC AAT AC AAATGACC AGTC C C T TAT T TAT ACC C TGC TG AC ATGTC AG TT TG AAGGC T 

2101 TGTTGAGACCCTATATCCAGCATGCGATGTATGACGAGGAAAAGGGGACTCCCATATTCA 

2161 T ATG TC C AG TG TC C TGGGG ATG AG AC AG AGAAG AC C C TGC TT AAAGGGC C C C AC AC C AC A 



Figure 5C 

2221 GACCCAGAC ACAGCCAAGGGAGAGTGCTCCCGACAGGTGGCCCCAGCTTCCTCTCCGGAG 22 80 

22 81 CCTGCGCACAGAGAGTCACGCCCCCCACTCTCCTTTAGGGAGCTGAGGTTCTTCTGCCCT 2340 

2341 GAGCCCTGCAGCAGCGGCAGTCACAGCTTCCAGATGAGGGGGGATTGGCCTGACCCTGTG 2400 

2401 GG AG TC AG AAG C C ATGGC TGC C C TG AAG TGGGG AC GG AAT AG AC TC AC AT T AGG T T TAG T 2460 

2461 TTGTGAAAACTCCATCCAGCTAAGCGATCTTGAACAAGTCACAACCTCCCAGGCTCCTCA 2520 

2 521 TTTGCTAGTCACGGACAGTGATTCCTGCCTCAC AGGTGAAGATTAAAGAGACAACGAATG 2580 

2 581 TGAATCATGCTTGCAGGTTTGAGGGCCACAGTGTTTGCTAATGGATGTGTTTTTATGATT 2 640 

2 641 ATACATTTTCCCCACCATAAAACTCTGTTTGCCTTAATTCCCACATTAATTTAACTTTTC 2700 

2701 C T C C T AT AC CC AAAT C C AC C C ATGG AAT AG TT AATTGG AAC AC C TGCC T TTG TG AGGC TC 2760 

27 61 CAAAGAATAAAGAGGAGGTAGGATTTTTCACTGATTCTATAAGCCCAGCATTACCTGATA 282 0 

2 821 C C AAAAC C AGGC AAAG AAAAC AG AAG AAG AGG AAGG AAAAC T AC AGGTC C AT ATC C C T C A 2 880 

2 881 TT AAC AC AG AC AC AAAAAT TC T AAAT AAAAT TT T AAC AAAT T AAAC T AAAC AAT AT AT T T 2940 

2 941 AAAGATGATATATAACTACTCAGTGTGGTTTGTCCCACAAATGCAGAGTTGGTTTAATAT 3 000 

3 001 TTAAATATCAACCAGTGTAATTCAGCACATTAATAAAGTAAAAAAAAAAAAAAAAAAAA 3 059 
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Figure 7A 

1 NNCACGAGCCTGTGCCCCTGGAAAGGTTGGAGACTTGGGGGACGACTGGAGAATTGCCAT 6 0 

6 1 TTGAGGACCAAAGGAGAAAAGAAACTACACGCTAATTCTAGAAGGCCTCCTGTCCCTGCC 12 0 

121 TGCTCTGGGTGCTCATGGAACCAGCTGCTGCCCTGCACTTCTCCCGGCCAGCCTCCCTCC 180 

1 MEPAAALHFSRPASLL 16 

181 TCCTCCTCCTCAGCCTGTGTGCACTGGTCTCAGCCCAGTTTACTGTCGTGGGGCCAGCTA 240 

17 LIjLSLCALVSAQFTVVGPAN 36 

2 41 ATCCCATCCTGGCCATGGTGGGAGAAAACACTACATTACGCTGCCATCTGTCACCCGAGA 3 00 

37 P I LAMVGENTTLRCHLS PEK 56 

301 AAAATGCTGAGGACATGGAGGTGCGGTGGTTCCGGTCTCAGTTCTCCCCCGCAGTGTTTG 3 60 

57 NAEDMEVRWFRSQFS PAVFV 76 

M 

Q 3 61 TGTATAAGGGTGGGAGAGAGAGAACAGAGGAGC AGATGGAGGAGTACCGGGGAAGAATC A 42 0 

p 77 ykggrerteeqmeeyrgrit 96 

\ Ij 

^ 421 CCTTTGTGAGCAAAGACATCAACAGGGGCAGCGTGGCCCTGGTCATACATAACGTCACAG 480 

U) 97 FVSKDINRGS VALVIHNVTA 116 

481 CCCAGGAGAATGGGATCTACCGCTGTTACTTCCAAGAAGGCAGGTCCTACGATGAGGCCA 540 

; 117 QENGIYRCYFQEGRSYDEAI 136 

*y • 

f\ i 541 TCCTACGCCTCGTGGTGGCAGGCCTTGGGTCTAAGCCCCTCATTGAAATCAAGGCCCAAG 600 

1^ 137 LRLVVAGLGSKPL IEIKAQE 156 

M s 601 AGGATGGGAGCATCTGGCTGGAGTGCATATCTGGAGGGTGGTACCCAGAGCCCCTCACAG 660 

157 DGSIWLECISGGWYPEPLTV 176 

661 TGTGGAGGGACCCCTACGGTGAGGTTGTGCCCGCCCTGAAGGAGGTTTCCATCGCTGATG 72 0 

177 WRDPYGEVVPALKEVS IADA 196 

721 CTGACGGCCTCTTCATGGTCACCACAGCTGTGATCATCAGAGACAAGTATGTGAGGAATG 780 

197 DGLFMVTTAVI I RDKYVRNV 216 

781 TGTCCTGCTCTGTCAACAACACCCTGCTCGGCCAGGAGAAGGAAACTGTCATTTTTATTC 840 

217 SCSVNNTLLGQEKETVIFIP 236 

841 CAGAATCCTTTATGCCCAGCGCATCTCCCTGGATGGTGGCCCTAGCTGTCATCCTGACCG 900 

237 ESFMPSASPWMVALAVILTA 256 

901 CATCTCCCTGGATGGTGTCCATGACTGTCATCCTGGCTGTTTTCATCATCTTCATGGCTG 960 

257 SPWMVSMTVILAVFIIFMAV 276 



Figure 7B 



961 TCAGC ATCTGTTGCATCAAGAAACTTCAAAGGGAAAAAAAGATTCTGTCAGGGGAAAAGA 
277 SICCIKKLQREKKILSGEKK 



1021 AAGTTGAACAAGAGGAAAAAGAAATTGCACAGCAACTTCAAGAAGAATTGCGATGGAGAA 

297 VEQEEKEIAQQLQEELRWRR 

1081 GAACATTCTTACATGCTGCTGATGTGGTCCTGGATCCAGACACCGCTCATCCCGAGCTCT 

317 TFLHAADVVLDPDTAHPELF 

1141 TCCTGTCAGAGGACCGGAGAAGTGTGAGGCGGGGCCCCTACAGGCAGAGAGTGCCTGACA 

337 LSEDRRSVRRGPYRQRVPDN 

1201 ACCCAGAGAGATTCGACAGTCAGCCTTGTGTCCTGGGATGGGAGAGCTTCGCCTCAGGGA 

357 PERFDSQPCVLGWESFASGK 

12 61 AAC AT T AC AGGGG AAAC T TC AC AGAGTGGGG AC C C AC C AG AGC C T AT AG AATC AAT TC C T 

377 HYRGNFTEWG PTRAYR INSL 

1321 TGGACTCACAGCCATGCAGAAAGCCCTGGCCATCTCAGCAGCCACCGCACAACCCCCCTA 

397 DSQPCRKPWPSQQPPHNPPN 

• 13 81 ATGAAAGACACGCCCTCCTCCCCTCTGGTCACGTAAGAGAACATCTTCCAGCTGCCTTTT 

417 ERHALLPSGHVREHLPAAFF 

1441 TCACACCCACTCCAGCCCTCTGCCCCAGTTTTCTCCTCCTCACTAGTCTGTGGCTTTAGT 

437 TPTPALCPSFLLLTSLWL* 

. 1501 AG T TC C TT TGC T TG T AAT T ATGGG ATGGG AT C C AGGC AT AGGG AAC T AGT TG T T T CAT AG 

1561 CTCCCAGTCAAAAAGAAAGTGAGAGAAGCTGTTGGGCAGCGAACCTACTGTTTAAAATCA 

1621 GG AT AAC C AC AT T AAGC C C AAT ATGC C AGTTGGC AC C AG ATGC TGTGGAC T TGG AATG AG 

1681 GCCAACAGGGTTCACCAGGATGAGAGAGGAGAGAGGAATCCACAGGACCACCAGAAGGGA 

1741 GAGGGAACCAGATATGCAGATCAGAGATAGAGGAAGTGTTGAGAGGAAAGGGGAGGTCCT 



1801 GCTGATTCCTCAGAATGGCTTCTGGACCCTGGAGATGTTTGGAAACCAATACCGGGCCCT 
1861 GTCCTCCCCTGAGAGGATTCTCCCTTTGAAGGAGTCCCTTTGCCGGGTGGGCGTCTTCCT 



1921 GG AC T ATG AAGC TGGAG ATGTC TC C T TC T AC AAC ATG AGGG AC AG AT C AC AC ATC T AC AC 



1981 ATGTCCCCGTTCAGCCTTTAATGTGCCTGTGAGGCCATTCTTCAGGTTAGGGTCTGATGA 



Figure 7C 

2 041 CAGCCCCATCTTCATCTGGCCTGCACTCACAGGAGCCAGTGGGGTCATGGTGCCTGAAGA 

2101 GGGCCTGAAACTTCACAGAGTGGGGACCC ACCAAGGTTGTAAGGATGGCTAAGTCCCACC 

2161 AT AAG AGC T AAAGGGTC C TGGG AG ATG ATGGC TC AT T TC C AC C C AAC C C C AGG AT T TC C A 

2221 C AGC AC AC AC C C AC AGGC C TGG AC C TGGG ATGAAG ATG AATG AAG AAC ATGG AC T C ATG T 

22 81 GG ATGTGG T T TGGC TC AG ATGTC C C TGC AAT AAAC AAGGGG TC AGT AC T T AGTC C CTG AG 

2341 TGTGGTTGAGGTTTGAGGTCCTGGTCGAGC AGGGCAGTACTGGACCAGGTCTACGTCAGC 

2401 ATTCAGGTTCAATGGGGACACCAGTGGCTTCAAACTTCCTGATCTAATTATGTTTTTAGA 

2461 C AC T TAG AAG T T AT TGAGGAC TT T AAAG AAC T T TTG T T TAT T TGGG T T AAT AT TT ATGAC 

2521 ATTTGACCATTGAAACAAAAATTTAAAATGTTATCTTTTAATTTATGTTAAAATAGC ATT 

2581 AATAAATCAGTTATAGGTTAATGTAGATAGGATGTTTTGTGAAAAAGCAATCTATTGTGT 

2 641 CCAAATAAAAAAACAAAAAGTGTAAAAAAAAAAAAAAAAAAA 2 682 
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□ Surface Probability Plot - Emini 



Figure 9A 

1 CGATTCGGCTCCAAAC.TCCGGCGCTGCAGCCGATCGGACTCTGGGCCGCGGTGGGCACCG 



61 CGCGCAGCTAGGGAGCCGAGAACCGCGGCGAGCCCCGAGGACGCCCAGAGCGCGAGGGTC 



121 GCTGCGCCTCGCAGAGCCGGAGCCGAGTCGAGCCGGGCGCCCGGGCTGCCTGGAGACGCC 



181 GTGACTTTGAAGTGTAACTTCAAGACAGATGGGCGCATGCGGGAGATCGTGTGGTACCGG 
1 MREIVWYR 

241 GTGACGGATGGTGGCACCATCAAGCAAAAGATCTTCACCTTCGACGCCATGTTCTCCACC 
9VTDGGTIKQKIFTFDAMFST 

3 01 AAC T AC TC AC AC ATGG AG AAC T AC C GC AAGCG AG AGG AC CTGGTG T AC C AGTC C AC TG TG 
29 NYSHMENYRKREDLVYQ STV 



361 AGGCTGCCCGAGGTCCGGATCTCAGACAATGGTCCCTATGAGTGCCATGTGGGCATCTAC 

49 RLPEVRI SDNGPYECHVGIY 

421 GACCGCGCCACCAGGGAGAAGGTGGTCCTGGCATCAGGCAACATCTTCCTCAACGTCATG 

69 DRATREKVVLASGNI FLNVM 



481 GCTCCTCCC ACCTCC ATTGAAGTGGTGGCTGCTGACACACCAGCCCCCTTCAGCCGCTAC 
89APPTSIEVVAADTPAPFSRY 



541 CAAGCCCAGAACTTCACGCTGGTCTGCATCGTGTCTGGAGGAAAACCAGCACCCATGGTT 
109 QAQNFTLVC IVSGGKPAPMV 



601 TATTTC AAACGAGATGGGGAACCAATCGACGCAGTGCCCCTATCAGAGCCACC AGCTGCG 
129 YFKRDGEP IDAVPLSEPPAA 



661 AGCTCCGGCCCCCTACAGGACAGCAGGCCCTTCCGCAGCCTTCTGCACCGTGACCTGGAT 
149 SSGPLQDSRPFRSLLHRDLD 



721 GACACCAAGATGCAGAAGTCACTGTCCCTCCTGGACGCCGAGAACCGGGGTGGGCGACCC 
169 DTKMQKSLSLLDAENRGGRP 



7 81 TACACGGAGCGCCCCTCCCGTGGCCTGACCCCAGATCCCAACATCCTCCTCCAGCCAACC 

189 YTERPSRGLTPDPNILLQPT 

841 ACAGAGAACATACCAGAGACGGTCGTGAGCCGTGAGTTTCCCCGCTGGGTCCACAGCGCC 

209 TENIPETVVSREFPRWVHSA 



901 GAGCCCACCTACTTCCTGCGCCACAGCCGCACCCCGAGCAGTGACGGCACTGTGGAAGTA 
229 EPTYFLRHSRTPSSDGTVEV 



9 61 CGTGCCCTGCTCACCTGGACCCTCAACCCACAGATCGACAACGAGGCCCTCTTCAGCTGC 
249 RALLTWTLNPQIDNEALFSC 



Figure 9B 



1021 GAGGTCAAGCACCCAGCTCTGTCGATGCCCATGCAGGCAGAGGTCACGCTGGTTGCCCCC 
269 EVKHPAL SMPMQAEVTLVAP 



1081 AAAGGACCCAAAATTGTGATGACGCCCAGCAGAGCCCGGGTAGGGGACACAGTGAGGATT 
289 KGPKIVMTPSRARVGDTVRI 



1141 CTGGTCCATGGGTTTCAGAACGAAGTCTTCCCGGAGCCCATGTTCACGTGGACGCGGGTT 
309 LVHGFQNEVFPEPMFTWTRV 



12 01 GGGAGCCGCCTCCTGGACGGCAGCGCTGAGTTCGACGGGAAGGAGCTGGTGCTGGAGCGG 

329 GSRLLDGSAEFDGKELVLER 

12 61 GTTCCCGCCGAGCTCAATGGCTCCATGTATCGCTGCACCGCCCAGAACCCACTGGGCTCC 
349 VPAELNGSMYRCTAQNPLGS 

1321 ACCGACACGCACACCCGGCTCATCGTGTTTGAAAACCCAAATATCCCAAGAGGAACGGAG 

369 TDTHTRL IVFENPNI PRGTE 

13 81 GACTCTAATGGTTCCATTGGCCCCACTGGTGCCCGGCTCACCTTGGTGCTCGCCCTGACA 
389 DSNGS IGPTGARLTLVLALT 



1441 GTG AT TC TGG AGC TG ACGTG AAGGC AC C CGC C C C GGC C AC TC C ATC AGGC AC TG AC AT C T 
409 V I L E L T * 



1501 CCGCGACCGGTTTTCATTTCTTTTCTAAACTATTTCCAGTCTTGTTCTTAGTCTCTTTCC 
1561 ATCTGTGTCTTGGCTTCTTCAGTCGGTTTAATTAAAACAAACAGAACAATTTTCCCCACA 



1621 AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



1681 AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 1724 
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Figure 11 

1 C AC GAGC C TGTGC C C G TGG AAAGGT TGG AG AC T TGGGGG AC G AC TGGAG AATTGC C ATT T 

61 GAGGACC AAAGGAGAAAAGAAAC TAC ACGCTAATTCTAGAAGGCC TCCTGTCCC TGCC TG 

121 CTCTGGGTGCTCATGGAACCAGCTGCTGCCCTGCACTTCTCCCGGCCAGCCTCCCTCCTC 
1 MEPAAALHF SRPASLL 

181 CTCCTCCTCAGCCTGTGTGCACTGGTCTCAGCCCAGGTCACTGTCGTGGGGCCCACTGAT 
17LLLSLCALVSAQVTVVGPTD 

241 C C C ATC C TGGC C ATGG TGGG AG AAAAC AC TAC G T TAC G ATGC TGTC TG TC AC C C G AGGAA 
37 PILAMVGENTTLRCCLS PEE 



3 01 AATGCTGAGGACATGGAGGTGCGGTGGTTCCAGTCTCAGTTCTCCCCTGCAGTGTTTGTG 
57 NAEDMEVRWFQSQF S PAVFV 



361 T AT AAGGG TGG AAGAG AGAG AAC AG AGG AGC AG AAGGAGG AG TAC CGAGGG AGAAC C AC C 
77YKGGRERTEEQKEEYR GRTT 



421 TT TG TG AGC AAAG AC AGC AGGGGC AGCG TGGC CC TG ATC AT AC AC AATGTC AC AGC C GAG 
97 FVSKDSRGSVALI IHNVTAE 



481 GATAACGGCATCTACCAGTGTTACTTCCAAGAAGGCAGGTCCTGCAATGAGGCCATCCTG 
117DNGIYQCYFQEGRSCNEAIL 



541 CACCTTGTGGTGGCAGACCAGCACAATCCTCTTTCCTGGATCCCCATTCCGCAGGGGACA 

137 HLVVADQHMPLSWI PIPQGT 

601 CTCTCCCTATGAAAAGAAGATTCCAGGGGAAAAATCCTTCCTCCTGCACAAGGGCCACCA 

157 L S L * 

661 TGAGTGAGTTTGCCCTGCTAAGCCGTGGGCTTGACTTCTTGAGAAGCACATGCAGAACTC 

721 AGTTGAGGCCATGAGCCGGGGGAAAATGGTGAATCTCGGAAGAGAAGTCCTATGCCTGCC 

7 81 TTAGCACTGAGCTGTGCACTTCTGAGAGTGAGAGGAGACACCATCAATAATTGTCTTGGG 

841 AC AAC TGG AAT AAAC AGTGAC TGC C C AG AG AAC TAC G AT AT TTG AAATC T T ATT TC T TGA 

901 TGAATATTCATCCTGACTTCTTTCCTGAAATGCTGTTTGCAAAGAGAGTGACTTATATGT 

961 AAGTAGAGCGTTTTATTAAAGCAAGACTTAATACAGAAGCAAAAAAAAAAAAAAAAAAA 10 
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□ Surface Probability Plot - Emini 



Figure 13A 




Figure 13B 



961 CCTCACTCTGAGAAGAGATTTACAAGGAAGAGTGTGGTGGCTTCTCAGAGTTTCCAAGCA 

319 PHSEKRFTRKSVVASQSFQA 

1021 GGG AAAC ATT AC TGGG AGGTGGAC GG AGGAC AC AAT AAAAGGTGGCGCG TGGG AG TG TGC 

339 GKHYWEVDGGHNKRWRVGVC 



1081 CGGGATGATGTGGACAGGAGGAAGGAGTACGTGACTTTGTCTCCCGATCATGGGTACTGG 
359 RDDVDRRKEYVTLSPDHGYW 



1141 GTCCTCAGACTGAATGGAGAACATTTGTATTTCACATTAAATCCCCGTTTTATCAGCGTC 

379 VLRLNGEHLYFTLNPRFISV 

1201 TTCCCCAGGACCCCACCTACAAAAATAGGGGTCTTCCTGGACTATGAGTGTGGGACCATC 

399 FPRTPPTKIGVFLDYECGTI 



12 61 TC C T TC TTC AAC AT AAATG AC C AGTC C C T TAT T TAT AC C C TG AC ATGT CGG T T TG AAGG C 
419 SFFNINDQSLIYTLTCRFEG 

1321 T T AT TG AGGC C C T AC ATTG AGTATC CG TC C T AT AATGAGC AAAATGG AAC T C C C AG AG AC 

439 LLRPYIEYPSYNEQNGTPRD 

13 81 AAGCAACAGTGAGTCCTCCTCACAGGCAACCACGCCCTTCCTCCCCAGGGGTGAAATGTA 
459 K Q Q * 

1441 GGATGAATCACATCCCACATTCTTCTTTAGGGATATTAAGGTCTCTCTCCCAGATCCAAA 

1501 GTCCCGCAGCAGCCGGCCAAGGTGGCTTCCAGATGAAGGGGGACTGGCCTGTCCACATGG 

1561 GAGTCAGGTGTCATGGCTGCCCTGAGCTGGGAGGGAAGAAGGCTGACATTACATTTAGTT 

1621 TGCTCTCACTCCATCTGGCTAAGTGATCTTGAAATACCACCTCTCAGGTGAAGAACCGTC 

1681 AGG AATTC C CATC TC AC AGGC TGTGG TG TAG AT T AAG TAG AC AAGG AATG TG AATAATGC 

1741 TTAGATCTTATTGATGACAGAGTGTATCCTAATGGTTTGTTCATTATATTACACTTTCAG 

1801 TAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 1833 
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Figure 15 



Human B cell proliferation assay 
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Figure 16 



700 1 

600- 

500 -L 
400-r 

350- 

300- 

250- 

200- 

150- 

100- 

50- 

0 



hlgG 1 (0.3ng/ml) 
hB7-H7.Fc(0.3|ig/ml) 




1/50 1/100 1/200 

Dendritic Cell / T Cell Ratio 



